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® Pseudorabies virus

@ Papillomavirus

® Rotavirus

@ Hepatitis B virus
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@ Porcine epidemic diarrhea virus
@ African swine fever virus
® Foot and mouth disease virus

@ Avian influenza virus
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® Staphylococcus aureus
@ Listeria monocytogenes
® Pseudomonas aeruginosa
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® Polyomavirus  circular DNA helical
negative-sense,
® Filovirus single-stranded helical
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® Rhabdovirus RNA icosahedral
" linear,
@ Hepa.ltltls B double-stranded  icosahedral
virus DNA
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® Glucose, Neutral red
® Glucose, Phenol red
® Lactose, Neutral red
@ Lactose, Phenol red
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